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                     *Glycoside Hydrolase family 123 
   Glycosphingolipid-degrading β-N-acetylgalactosaminidase NgaP, which specifically 
   hydrolyzes the non-reducing terminal β-GalNAc linkage but not β-GlcNAc linkage, 
   is the first β-N-acetylgalactosaminidase (EC 3.2.1.53) to have its primary structure 
   elucidated. Since the primary structure of NgaP is totally new, Glycoside Hydrolase 
   Family 123 was created as a new family of β-N-acetylgalactosaminidases. 
 
   http://www.cazy.org/GH123.html 
   https://www.cazypedia.org/index.php/Glycoside_Hydrolase_Family_123 
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